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The cultivated sunflower genepool

● The SAM population: 288 accessions representing most of 
the variation in cultivated sunflower

● WGSS of 5-25X

 



The cultivated mitochondria



The wild genepool

● Sunflower wild relatives: 193 accessions representing 11 
species.

● WGSS of 1-5X



Mitochondria variation clusters 
into 

annuals/perennials

Long branches

The wild mitochondria



Wild Cultivated

The Helianthus collection

wild cultivated



Variation among wild mitochondria
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The sunflower mitochondrial genome



Mitochondrial genome assembly from 
WGS

 WGSS  mtHA412  Assembly



Mitochondria assemblies
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